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ACCATGTAGCGGCCCTGC6CGCTCGCTCGCTCACTGAGGCCGCCCGGGCAAAGCCCG66C6TCGGGCGACCTTT6GT 
CGCCCGGCCTCAGTGAGCGAGCGAGCGCGCAGAGAGGGAGTGGCCAACTCCATCACTAGGGGTTCCTTGTAGTTAAT 
GAnMCCCGCCATGCTACnATCTACGTAGCCATGCTCTAGGGMTTGGCCGCGGMTTTCGACTCTAGGCCATTG 
CATACGTTGTATCTATATCATAATATGTACATTTATAnGGCTCATGTCCAATATGACCGCCATGnGACAnGATT 
AnGACTAGTTATTAATAGTAATCAATTACGGGGTCATTAGTTCATAGCCCATATATGGAGTTCCGCGTTACATAAC 
TTACGGTAAATGGCCCGCCTGGCTGACCGCCCAACGACCCCCGCCCATTGACGTCAATAATGACGTATGTTCCCATA 
GTMCGCCMTAGGGACmCCATTGACGTCAATGGGTGGAGTATTTACGGTAAACTGCCCACnGGCAGTACATCA 
AGTGTATCATATGCCAAGTCCGCCCCCTATTGACGTCAATGACGGTAAATGGCCCGCCTGGCATTATGCCCAGTACA 
TGACCTTACGGGACTnCCTACnGGCAGTACATCTACGTATTAGTCATCGCTATTACCATGGTGATGCGGTTTTGG 
CAGTACACCAATGGGCGTGGATAGCGGTTTGACTCACGGGGATnCCAAGTCTCCACCCCATTGACGTCAATGGGAG 
TnGTTTTGGCACCAAMTCMCGGGACinCCAAMTGTCGTMTMCCCCGCCCCGnGACGCAAATGGGCGGTA 
GGCGTGTACGGTGGGAGGTCTATATAAGCAGAGCTCGTTTAGTGAACCGTCAGATCGCCTGGAGACGCCATCCACGC 
TGTTTTGACCTCCATAGAAGACACCGGGACCGATCCAGCCTCCGCGGCCGGGAACGGTGCATTGGAACGCGGATTCC 
CCGTGCCAAGAGTGACGTAAGTACCGCCTATAGACTCTATAGGCACACCCCTTTGGCTCTTATGCATGCTATACTGT 
TTTTGGCTTGGGGCCTATACACCCCCGCTCCTTATGCTATAGGTGATGGTATAGCTTAGCCTATAGGTGTGGGTTAT 
TGACCATTATTGACCACTCCCCTATTGGTGACGATACTTTCCATTACTAATCCATAACATGGCTCTTTGCCACAACT 
ATCTCTATTGGCTATATGCCMTACTCTGTCCTTCAGAGACTGACACGGACTCTGTATTTTTACAGGATGGGGTCCA 
mATOTTTACAAAnCACATATACAACAACGCCGTCCCCCGTGCCCGCAGnTTTAnAAACATAGCGTGGGATC 
TCCGACATCTCGGGTACGTGTTCCGGACATGGGCTCTTCTCCGGTAGCGGCGGAGCTTCCACATCCGAGCCCTGGTC 
CCATCCGTCCAGCGGCTCATGGTCGCTCGGCAGCTCCTTGCTCCTAACAGTGGAGGCCAGACTTAGGCACAGCACAA 
TGCCCACCACCACCAGTGTGCCGCACAAGGCCGTGGCGGTAGGGTATGTGTCTGAAAATGAGCTCGGAGATTGGGCT 
CGCACCTGGACGCAGATGGAAGACTTAAGGCAGCGGCAGAAGAAGATGCAGGCAGCTGAGTTGTTGTATTCTGATAA 
GAGTCAGAGGTAACTCCCGTTGCGGTGCTGTTAACGGTGGAGGGCAGTGTAGTCTGAGCAGTACTCGTTGCTGCCGC 
GCGCGCCACCAGACATMTAGCTGACAGACTMCAGACTGTTCCTTTCCATGGGTCTTTTCTGCAGTCACCGTCGTC 
GACCTMGMTTCAGGCCTAAGCTTCCTAGGTATCGATCTCGAGCAAGTCTAGAGGGAGACCACAACGGTrTCCCTC 
TAGCGGGATCMTTCCGCCCCCCCCCCTAACGTTACTGGCCGAAGCCGCTTGGAATAAGGCCGGTGTGCGTTTGTCT 
ATATGnAnnCCACCATAnGCCGTCTTTTGGCAATGTGAGGGCCCGGAAACCTGGCCCTGTCTTCTTGACGAGC 
ATTCCTAGGGGTCTTTCCCCTCTCGCCAAAGGAATGCAAGGTCTGTTGAATGTCGTGAAGGAAGCAGnCCTCTGGA 
AGCTTCTTGMGACAMCAACGTCTGTAGCGACCCTTTGCAGGCAGCGGAACCCCCCACCTGGCGACAGGTGCCTCT 
GCGGCCAAMGCCACGTGTATMGATACACCTGCAMGGCGGCACMCCCCAGTGCCACGTTGTGAGTTGGATAGTT 
GTGGAMGAGTCAAATGGCTCTCCTCAAGCGTATTCAACAAGGGGCTGAAGGATGCCCAGAAGGTACCCCATTGTAT 
GGGATCTGATCTGGGGCCTCGGTGCACATGCTTTACATGTGTTTAGTCGAGGTTAAAAAAACGTCTAGGCCCCCCGA 
ACCACGGGGACGTGGTTTTCCTTTGAAAAACACGATAATACCATGGCCGCCGGGAGCATCACCACGCTGCCAGCCCT 
GCCGGAGGACGGCGGCAGCGGCGCTTTCCCGCCGGGCCACTTCAAGGACCCCAAGCGGCTGTACTGCAAGAACGGGG 
GCTTCTTCCTGCGCATCCACCCCGACGGCCGAGTGGACGGGGTCCGCGAGAAGAGCGACCCACACATCAAACTACAA 
CnCMGCAGMGAGAGAGGGGnGTGTCTATCAAAGGAGTGTGTGCAAACCGTTACCTTGCTATGAAAGAAGATGG 
MGAmCTAGCmAMTGTGTOAGACGAGTGTnCTTTmGMCGATTGGAGTCTMTAACTACAATAC^ 
ACCGGTCMGGAMTACACCAGTTGGTATGTGGCACTGAAACGAACTGGGCAGTATAAACTTGGATCCAAAACAGGA 
CCTGGGCAGAMGCTATACTTTTTCnCCMTGTCTGCTMGAGCTGATCnMTGGCAGCATCTGATCTCATTTTA 
CATGAAGCTGGTGGCATCCCTGTGACCCCTCCCCAGTGCCTCTCCTGGCCCTGGAAGTTGCCACTCCAGTGCCCACC 
AGCCnGTCCTMTAMTTMGlTGCATCATTTTGTCTGACTAGGTGTCCTTCTATAATATTATGGGGTGGAGGGG 
GGTGGTATGGAGCAAGGGGCAAGTTGGGAAGACAACCTGTAGGGCCTGCGGGGTCTATTGGGAACCAAGCTGGAGTG 
CAGTGGCACMTCTTGGCTCACTGCAATCTCCGCCTCCTGGGTTCAAGCGATTCTCCTGCCTCAGCCTCCCGAGTTG 
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TT6GGATTCCAGGCATGCATGACCAGGCTCAGCTMTTTTTGTTTTTTT6GTAGAGACGGGGTTTCACCATATT6GC 

CAGGCTGGTCTCCAACTCCTAATCTCAGGTGATCTACCCACCTTGGCCTCCCAAATTGCTGGGATTACAGGCGTGAA 

CCACTGCTCCCTTCCCTGTCCTTCTGATTTTAAAATAACTATACCAGCAGGAGGACGTCCAGACACAGCATAGGCTA 

CCTGGCCATGCCCAACCGGTGGGACATTTGAGTTGCTTGCTTGGCACTGTCCTCTCATGCGTTGGGTCCACTCAGTA 

GATGCCTGTTGAATTATCGGATCCACTACGCGTTAGAGCTCGCTGATCAGCCTCGACTGTGCCTTCTAGTTGCCAGC 

CATCTGTTGTTTGCCCCTCCCCCGTGCCTTCCTT6ACCCTGGMGGTGCCACTCCCACTGTCCTTTCCTAATAAAAT 

GAGGAAATTGCATCGCATTGTCTGAGTAGGTGTCATTCTATTCTGGGGGGTGGGGTGGGGCAGGACAGCAAGGGGGA 

GGATTGGGAAGACAATAGCAGGGGGGTGGGCGAAGAACTCCAGCATGAGATCCCCGCGCTGGAGGATCATCCAGCCA 

ATTCCCTAGAGCATGGCTACGTAGATAAGTAGCATGGCGGGTTAATCATTAACTACAAGGAACCCCTAGTGATGGAG 

TTGGCCACTCCCTCTCTGCGCGCTCGCTCGCTCACTGAGGCCGGGCGACCAAAGGTCGCCCGACGCCCGGGCTTTGC 

CCGGGCGGCCTCAGTGAGCGAGCGAGCGCGCAGGGGGTGGGCGAAGAACTCCAGCATGAGATCCCCGCGCTGGAGGA 

TCATCCAGCCGGCGTCCCGGAAMCGAnCCGMGCCCMCCTTTCATAGAAGGCGGCGGTGGAATCGAAATCTCGT 

GATGGCAGGnGGGCGTCGCnGGTCGGTCATTTCGAACCCCAGAGTCCCGCTCAGAAGAACTCGTCAAGAAGGCGA 

TAGAAGGCGATGCGCTGCGAATCGGGAGCGGCGATACCGTAAAGCACGAGGAAGCGGTCAGCCCATTCGCCGCCAAG 

CTCTTCAGCAATATCACGGGTAGCCAACGCTATGTCCTGATAGCGGTCCGCCACACCCAGCCGGCCACAGTCGATGA 

ATCCAGAAMGCGGCCATTTTCCACCATGATATTCGGCAAGCAGGCATCGCCATGGGTCACGACGAGATCCTCGCCG 

TCGGGCATGCGCGCCTTGAGCCTGGCGAACAGTTCGGCTGGCGCGAGCCCCTGATGCTCTTCGTCCAGATCATCCTG 

ATCGACAAGACCGGCTTCCATCCGAGTACGTGCTCGCTCGATGCGATGTTTCGCTTGGTGGTCGAATGGGCAGGTAG 

CCGGATCAAGCGTATGCAGCCGCCGCATTGCATCAGCCATGATGGATACTTTCTCGGCAGGAGCAAGGTGAGATGAC 

AGGAGATCCTGCCCCGGCACTTCGCCCAATAGCAGCCAGTCCCTTCCCGCTTCAGTGACAACGTCGAGCACAGCTGC 

GCAAGGAACGCCCGTCGTGGCCAGCCACGATAGCCGCGCTGCCTCGTCCTGCAGTTCATTCAGGGCACCGGACAGGT 

CGGTCTTGACAAAAAGAACCGGGCGCCCCTGCGCTGACAGCCGGAACACGGCGGCATCAGAGCAGCCGATTGTCTGT 

TGTGCCCAGTCATAGCCGAATAGCCTCTCCACCCAAGCGGCCGGAGAACCTGCGTGCAATCCATCTTGTTCAATCAT 

GCGAAACGATCCTCATCCTGTCTCTTGATCAGATCTTGATCCCCTGCGCCATCAGATCCTTGGCGGCAAGAAAGCCA 

TCCAGmACTTTGCAGGGCTTCCCAACCnACCAGAGGGCGCCCCAGCTGGCAATTCCGGTTCGCTTGCTGTCCAT 

AAAACCGCCCAGTCTAGCTATCGCCATGTAAGCCCACTGCAAGCTACCTGCTTTCTCTTTGCGCTTGCGTTTTCCCT 

TGTCCAGATAGCCCAGTAGCTGACATTCATCCGGGGTCAGCACCGTTTCTGCGGACTGGCTTTCTACGTGTTCCGCT 

TCClTTAGCAGCCCTTGCGCCCTGAGTGCTTGCGGCAGCGTGMGCTGTCMnCCGCGTTAMlTTTTGnAAATC 

AGCTCATTTTnMCCMTAGGCCGAMTCGGCAAMTCCCnATAMTCAAMGMTAGCCCGAGATAGGGTO 

TCTTTO^GGAA(M^^^ 

AGGGCGATGGCGGATCAGCTTATGCGGTGTGAAATACCGCACAGATGCGTAAGGAGAAAATACCGCATCAGGCGCTC 
TTCCGCTTCCTCGCTCACTGACTCGCTGCGCTCGGTCGTTCGGCTGCGGCGAGCGGTATCAGCTCACTCAAAGGCGG 
TMTACGGTTATCCACAGMTCAGGGGATMCGCAGGAMGMCATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAAC 
CGTAAAMGGCCGCGnGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAG 
TCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTG 
TTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGC 
TGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCG 
CTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTG 
GTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACT 
AGMGGACAGTATnGGTATCTGCGCTCTGCTGMGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGG 
CAMCAMCCACCGCTGGTAGCGGCGGTTTTTTGTnGCMGCAGCAGATTACGCGCAGAAAAAMGGATCTCMGA 
AGATCCTTTGATCTTTTCTTACTGAACGGTGATCCCCACCGGAATT 
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Nucleotide Sequence of pDlO-VEGFuc 



AMCnGCGGCCGCGGMTTTCGACTCTAGGCCATO 
TGTTliACAnGM 

TGGCCCGCCTGGCTGACCGCCCMCGACCCCCGCCCATW 

GGGTGGAGTATTTACGGTAMCTGCCCACnGGCAGTACATCMGTGTATCATATGCCMGTCCGCCCCCTATTGACGTCAATGACGGTAAATGGCCCGCC 

TGGCATOTGCCCAGTACATGACCnACGGGACmCCTACTTGGCAGTACATCTACGTATTAGTCATCGCTATTACCATGGTGATGCGGTTTTGGCAGTA 

CACCMTGGGCGTGGATAGCGGTTTGACTCACGGGGATTTCCMGTCTCCACCCCATTGACGTCMTGGGAGTnGTTTTGG 

nCCAAMTGTCGTMTMCCCCGCCCCGTTGACGCAMTGGGCGGTAGGCGTGTACGGTGGGAGGTCTATATMGCAGAGCTCGTnAGTGAACCGTCAG 

ATCGCCTGGAGACGCCATCCACGCTGTTTTGACCTCCATAGAAGACACCGGGACCGATCCAGCCTCCGCGGCCGGGMCGGTGCATTGGMCGCGGAT^ 

CCGTGCCMGAGTGACGTMGTACCGCCTATAGACTCTATAGGCACACCCCmGGCTCnATGCATGCTATACTGTTmGGCnGGGGCCTATACACCC 

CCGCTCCTTATGCTATAGGTGATGGTATAGCTTAGCCTATAGGTGTGGGnATTGACCATO 

MTCCATMCATGGCTCmGCCACMCTATCTCTATTGGCTATATGCCMTACTCTGTCCnCAGAGACTGACACGGAra^ 

GTCCAnTATTATnACAMTTCACATATACMCM 

GTTCCGGACATGGGCTCTTCTCCGGTAGCGGCGGAGCTTCCACATCCGAGCCCTGGTCCCATCCGTCCAGCGGCTCATGGTCGCTCGGCAGCTCCTTGCTC 
CTMCAGTGGAGGCCAGACTTAGGCACAGCACMTGCCCACCACCACCAGTGTGCCGCACMGGCCGTGGCGGTAGGGTATGTGTCTGAAAATGAGCTCGG 
AGAnGGGCTCGCACCTGGACGCAGiATC^ 

TCCCGinrGCGGTGCTGnMCGGTGGAGGGCAGTGTAGTCTGAGCAGTACTCGTTGCTGCCGCGCGCGCCACCAGACATAATAGCTGACAGACTAACAGAC 
TGTTCCTTTCCATGGGTCTTnCTGCAGTWCCGTCGTCGACCTMGMnCGCCCnCGAM 

GCCnGCTGCTCTACCTCCACCATGCCMGTGGTCCCAGGCTGCACCCATGGCAGMGGAGGAGGGCAGMTCATCACGMGTGGTGMGTTCATGGATGT 

CTATCAGCGCAGCTACTGCCATCCAATCGAGACCCTGGTGGACATCTTCCAGGAGTACCCTGATGAGATCGAGTACATCTTCAAGCCATCCTGTGTGCCCC 

TGATGCGATGCGGGGGCTGCTGCMTGACGAGGGCCTGGAGTGTGTGCCCACTGAGGAGTCCMCATCACCATGCAGATTATGCGGATCAAACCTCACCAA 

GGCCAGCACATAGGAGAGATGAGCnCCTACAGCACMCAAATGTGMTGCAGACCAAAGAMGATAGAGCMGACMGAAAATCCCTG^ 

AGAGCGGAGAMGCATTTGTnGTACAAGATCCGCAGACGTGTMTGnCCTGCAAAMCACAGACTCGCGTTGCMGGCGAGGCAG 

MCGTACTTGCAGATGTGACMGCCGAGGCGGTGAGCCGGGCAGGAGGMGGAGCCTCCCTCAGGG1TTCGGGAACCAGATCTCTCACCAGGAAAGACTGA 

TACAGAMGGGCGMnCAGGCCTMGCnCCTAGGTATCGATCTCGAGCMGTCTAGAMGCCATGGATATCGGATCCACTACGCGTTAGAGCTCGCTGA 

TCAGCCTCGACTGTGCCTTCTAGTTGCCAGCCATCTGTTGTTTGCCC CTC CCCCGTGCCTTCCTTGACCCTGGAAGGTGCCACTCCCACTGTCCTTTCCTA 

ATAAMTGAGGAMnGCATCGCAHGTCTGAGTA^^ 

GCAGGGGGGTGGGCGMGMCTCCAGCATGAGATCCCCGCGCTGGAGGATCATCCAGCTAGCAAGTCCCATCAGTGATGGAGTTGGCCACTCCCTCTCTGC 

GCGCTCGCTCGCTCACTGAGGCCGGGCGACCAAAGGTCGCCCGACGCCCGGGCTTTGCCCGGGCGGCCTCAGTGAGCGAGCGAGCGCGCCAGCGATTCTCT 

TGTTTGCTCCAGACTCTCAGGCMTGACCTGATAGCCTTTGTAGAGACCTCTCAAAMTAGCTACCCTCTCCGGCATGMTnATCA 

ATATCATAnGATGGTGATTTGACTGTCTCCGGCCTnCTCACCCGTnGMTClTTAC 

CTA/W\ATTTTTATCCnGCGnGMTM^ 

GCTTTATTGCnMTnTGCTMTTC^ 

TTTCACACCGCATATGGTGCACTCTCAGTACAATCTGCTCTGATGCCGCATAGTTAAGCCAGCCCCGACACCCGCCAACACCCGCTGACGCGCCCTGACGG 
GCTTGTCTGCTCCCGGCATCCGCTTACAGACMGCTGTGACCGTCTCCGGGAGCTGCATGTGTCAGAGGTTTTCACCGTCATCACCGAMCG 
AAAGGGCCTCGTGATACGCCTATTlTrATAGGTTMTGTCATGATMTMTGGTnClTAGACGTCAGGTGG 
CTAlTTGTnAniTrCTMTACAnCMTATGTATCCGCTCATGAGACMTMCCCTGATMTGCTTCM 
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ATTCMCATTTCCGTGTCGCCCTTATTCCCTTTTTTGC6GCATTTTGCCTTCCT6TTTTTG 
TCAGTTI&GTGCACGAGTG^ 

nAMGTTCTGCTATGTGGCGCGGTATTATCCCGTATTGACGCCGGGCMGAGCMCTCGGTCGCCGCATACACTATTCTCAGMTGACTTGGTTGAGTAC 
TCACCAGTCACAGAAMGCATCmCGGATGGCATGACAGTMGAGMTTATGCAGTGCTGCCATMCCATGAGTGATMCACTGCGGCCM^ 
GACMCGATCGGAGGACCGMGGAGCTMCCGCTTTTnGCACMCATGGGGGATCATGTMCTCGCCnGATCGTTGGGMCCGGAGCT^ 
TAGCAMCGACGAGCGTGACACCACGATGCCTGTAGCMTGGCMCMCGTTGC6CAM 

nMTAGACTGGATGGAGGCGGATAMGTTGCAGGACCACnCTGCGCTCGGCCCnCCGGCTGGCTGGTnATTGCTGATAMTCTGGAGC 

TGGGTCTCGCGGTATCATTGCAGCACTGGGGCCAGATGGTMGCCCTCCCGTATCGTAGTTATCTACACGACGGGGAGTCAGGCMCTATGGATGAACGAA 

ATAGACAGATCGCTGAGATAGGTGCCTCACTGAnMGCAnGGTMCTGTCAGACCMGTTTACTCATATATACTnAGAn 

TMTTTAAMGGATCTAGGTGMGATCCTTnTGATMTCTCATGACCAAMTCCCTTAACGTGAGTT^ 

GATCMGGATCnCnGAGATCCTTTTTnCTO 

AGCTACCMCTCTTTnCCGMGGTAACTGGCTTCAGCAGAGCGCAGATACCAMTACTGTCCTTCTAGTGTAGCCGTAGTTAGGC 

TCTGTAGCACCGCCTACATACCTCGCTCTGCTAATCCTGTTACCAGTGGCTGCTGCCAGTGGCGATAAGTCGTGTCTTACCGGGnGGACTCAAGACGATA 

GTTACCGGATAAGGCGCAGCGGTCGGGCTGAACGGGGGGTTCGTGCACACAGCCCAGCnGGAGCGAACGACCTACACCGAACTGAGATACCTACAGCGTG 

AGCTATGAGAMGCGCCACGCnCCCGMGGGAGAMGGCGGACAGGTATCCGGTAAGCGGCAGGGTCGGAACAGGAGAGCGCACGAGGGAGCTTCCAGGG 

GGAMCGCCTGGTATCTnATAGTCCTGTCGGGTnCGCCACCTCTGACnGAGCGTCGATTTTTGTGATGCTCGTCAG 

CGCCAGCMCGCGGCCniTTACGGnCCTGGCCT^ 

CCGCCTTTGAGTGAGCTGATACCGCTCGCCGCAGCCGMCGACCGAGCGCAGCGAGTCAGTGAGCGAGGMGCGGAAGAGCGCCCAATACGCAAACCGCCT 
CTCCCCGCGCGTTGGCCGATTCATTMTGCAGCTGGCGCGCTCGCTCGCTCACTGAGGCCGCCCGGGCAAAGCCCGGGCGTCGGGCGACCTTTGGTCGCCC 
GGCCTCAGTGAGCGAGCGAGCGCGCAGAGAGGGAGTGGCCAACTCCATCACTGAT 
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Nucleotide Sequence of pD10-SFlt-l 



AAAACTTGCG^^ 
CATGntyOTTGATTAHGA 

• TAMTGGCCCGCCTGGCTGACCGCCCMCGACCCCCGCCCAnGACGTCMTMTGACGTATGnCCCATAGTMCGCCMTAGGGACTTTCCATTGAC 
GTCMTGGGTGGAGTATTTACGGTAMCTGCCCACTTGGCAGTACATCMGTGTATCATATGCCMGTC 

GGCCCGCCTGGCATTATGCCCAGTACATGACCTTACGGGACTTTCCTACTTGGCAGTACATCTACGTATTAGTCATCGCTATTACCATGGTGATGCGGT 
TTTGGCAGTACACCMTGGGCGTGGATAGCGGTTTGACTCACGGGGATnCCAAGTCTCCACCCCAn 

ATCMCGGGACTTTCCAAMTGTCGTMTMCCCCGCCCCGTTGACGCAAATGGGCGGTAGGCGTGTACGGTGGGAGGTCTATATAAGCAGAGCTCGTT 
TAGTGMCCGTCAGATCGCCTGGAGACGCCATCCACGCTGTTTTGACCTCCATAGAAGACACCGGGACCGATCCAGCCTCCGCGGCCGGGAACGGTGCA 
TTGGMCGCGGAnCCCCGTGCCMGAGTGACGTMGTACCGCCTATAGACTCTATAGGCACACCCCTnGGCTCmTGCATGCTATACTGnm 
CTTGGGGCCTATACACCCCCGCTCCnATGCTATAGGTGATGGTATAGCTOGCCTATAGGTGTGGGTTATTGACCATTATTGACCACTCCCCTAnGG 
Tt^CGATACTTTCCAnACTM^ 
> CTCTGTATTTTTACAG(MffiiTCCATn^^ 

9 GGATCTCCGACATCTCGGGTACGTGTTCCGGACATGGGCTCTTCTCCGGTAGCGGCGGAGCTTCCACATCCGAGCCCTGGTCCCATCCGTCCAGCGGCT 
! CATGGTCGCTCGGCAGCTCCTTGCTCCTAACAGTGGAGGCCAGACTTAGGCACAGCACAATGCCCACCACCACCAGTGTGCCGCACAAGGCCGTGGCGG 
If TAGGGTATGTGTCTGAAMTGAGCTCGGAGAnGGGCTCGCACCTGGACGCAGATGGAAGACTTAAGGCAGCGGCAGAAGAAGATGCAGGCAGCTGAGT 
jf TGnGTAnCTGATAAGAGTCAGAGGTAACTCCCGTTGCGGTGCTGnAACGGTGGAGGGCAGTGTAGTCTGAGCAGTACTCGTTGCTGCCGCGCGCGC 
i CACCAGACATMTAGCTGACAGACTAACAGACTGnCCTTTCCATGGGTCTmCTGCAGTCACCGTCGTCGACCTAAGMnCGCCCTTTCACCATGG 
W TCAGCTACTGGGACACCGGGGTCCTGCTGTGCGCGCTGCTCAGCTGTCTGCTTCTCACAGGATCTAGTTCAGGnCMAATTAAAAGATCCTGAACTGA 
V GTnAAMGGCACCCAGCACATCATGCMGCAGGCCAGACACTGCATCTCCMTGCAGGGGGGMGCAGCCCATAMTGGTCTTTGCCT 
3 GTMGGMGCGMGGCTGAGCATMCTMTCTGCCTGTGGMGMTGGCMCMTTCTGCAGTACmM 
Q ACACTGGCTTCTACAGCTGCAMTATCTAGCTGTACCTACTTCAMGMGAAGGAMCAGAATCTGCM 

I? ■ CTTTCGTAGAGATGTACAGTGAMTCCCCGAMTTATACACATGACTGMGGMGGGAGCTCGTCAnCCCTGCCGGGTTACGTCACCTAACATCACTG 
1 HACinrTAAAAMGTnCCACnGACACTTTGATCCCTGATGGAAMCGCATMTCTGGGACAGTAGAMG 
111 MGMATAGGGCnCTGACCTGTGMGCMCAGTCMTGGGCAmGTATMt^CAMCTATCTCACACATC 

AMTMGCACACCACGCCCAGTCAMnACTTAGAGGCCATACTCnGTCCTCMnGTACTGCTACCACTCCCTTGMCACGAGA 

GGAGlTACCCTGATGAAAAAMTMGAGAGCnCCGTMGGCGACGMnGACCAMGCMTTCCCATGCCMCATAn^ 

ACAMTGCAGMCAMGACAMGGACTnATACnGTCGTGTMGGAGTGGACCATCA^ 

CAnCATCACTGTGAMCATC(^\MCAGCAGGTGCTTGM 

CGGMGTTGTATGGTTAAMGATGGGTTACCTGCGACTGAGAMTCTGCTCGCTATlTGACTCGTGGCTACTCGTTMn^ 
AGGATGCAGGGMHATACMTCnGCTGAGCATAMCAGTCMW^ 

ACGAAMGGCCGTGTCATCGTTTCCAGACCCGGCTCTCTACCCACTGGGCAGCAGACMTCCTGACTTGTACCGCATATGGTATCCCT^ 

TCAAGTGGnCTGGCACCCCTGW^ 

ACATGGGMCAGMTTGAGAGCATCACTCAGCGCATGGCM 

CTGGMTCTACATnGCATAGCTTCCMTAAAGnGGGACTGTGGGMGAMCATAAGCTTnA 

T(£AAAAMTGCCGAC(£AAGGAGAGGACCT^ 

ATMCAGAACMTGCACTACAGTAnAGCAAGCAAAAAATGGCCATCACTMGGAGCACTC^ 

MGAnCAGGCACCTATGCCTGCAGAGCCAGGMTGTATACACAGGGGMGAMTCCTCCAGMGAMGAMTTACMTCAGAGGTGAGCACTGCM 
AAMGGCTGTTnCTCTCGGATCTCCAAATTTAMGCA^ 

CAGnGTCTCATATCATCnGAmATTGTCACTGnGCTMCTTTCAGGCTCMGGGCGMTTCAGGCCTM^ 
GTCTAGAMGCCATGGATATCGGATCCACTACGCGTTAGAGCTCGCTGATCAGCCTCGACTGTGCCTTCTAGTTGCCAGCCATCTGTTGTTTGCCCCTC 
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CCCCGTGCCTTCCnGACCCTGGMGGTGCCACTCCCACTGTCCmCCTMTAAMTGAGGAMTTGCATCGCATTGTCTGAGTAGGTGTCATTCTAT 

TCTGGGGGGTGGGGTGGGGCAGGACAGCAAGGGGGAGGATTGGGAAGACAATAGCAGGGGGGTGGGCGAAGAACTCCAGCATGAGATCCCCGCGCTGGA 

GGATCATCCAGCTAGCAAGTCCCATCAGTGATGGAGTTGGCCACTCCCTCTCTGCGCGCTCGCTCGCTCACTGAGGCCGGGCGACCAAAGGTCGCCCGA 

CGCCCGGGCTTTGCCCGGGCGGCCTCAGTGAGCGAGCGAGCGCGCCAGCGATTCTCTTGTTTGCTCCAGACTCTCAGGCMTGACCTGATAGCCTTTGT 

AGAGACCTCTCAAAMTAGCTACCCTCTCCGGCATGMTTTATCAGCTAGMCGGnGMTATCATATTGATGGTGATn 

CACCCGTnGMTCTTTACCTACACATTACTCAGGCAnGCATTTAAMTATATGAGGGnCTAAAMTT^ 

CCCGCAAAAGTATTACAQQGraTMTGTTTTTGGTACAACC^ 

CTCTATGAnTATTQGWCTreGAATTC 

CTGCTCTGATGCCGCATAGTTAAGCCAGCCCCGACACCCGCCAACACCCGCTGACGCGCCCTGACGGGCTTGTCTGCTCCCGGCATCCGCTTACAGACA 

AGCTGTGACCGTCTCCGGGAGCTGCATGTGTCAGAGGTTnCACCGTCATCACCGAMCGCGCGAGACGAM 

GGnMTGTCATGATMTM^ 

AMTATGTATCCGCTCAT(^GACMTMCCCT(^TMTGCnCMTMTAnG/VWV\6G 

TCCCTTTTTTGCGGCATTnGCCTTCCTGTTTTTGCTCACCCAGAMCGCTGGTGAMGTAAM 

CATCGMCTGGATCTCMCAGCGGTAAGATCCTTGAGAGTTnCGCCCCGMGMCGTTTTCCMTGATGAGCACTT^ 

GGTAnATCCCGTAnGACGCCGGGCMGAGCMCTCGGTCGCCGCATACACTAnCTCAGMTGACnGGTTGAGTACTCACCAGTCACAGAAAAGCA 

TCnACGGATGGCATGACAGTMGAGMTTATGCAGTGCTGCCATMCCATGAGTGATMCACTGCGGCCAACTTACTTCTGACAACGATCGGAGGACC 

GMGGAGCTMCCGCTTnnGCACMCATGGGGGATCATGTMCTCGCCnGATCGnGGGMCCGGAGCTGMTGM 

TGACACCACGATGCCTGTAGCMTGGCMCMCGnGCGCAAACTAnAACTGGCGAACTACTTACTCTAGCnCCCGGCAACAAnAATAGACTGGAT 

GGAGGCGGATAMGnGCAGGACCACTTCTGCGCTCGGCCCnCCGGCTGGCTGGTTTATTGCTGATAAATCTGGAGCCGGTGAGCGTGGGTCTCGCGG 

TATCATTGCAGCACTGGGGCCAGATGGTAAGCCCTCCCGTATCGTAGTTATCTACACGACGGGGAGTCAGGCAACTATGGATGAACGAAATAGACAGAT 

CGCTGAGATAGGTGCCTCACT^^ 
MGGATCTAGGTGMGATCCTTTTTGATMTC^^ 

AGGATCncnGA(^TCCTTTTmCTGCGCGTMTCTGCTGCnGCAMCAAAAMCCACCGCTAC 

ACCMCTCTTnTCCGMGGTMCTGGCTTCAGCAGAGCGCAGATACCAMTACTGTCCTTCTAGTGTAGCCGTAGTTAGGCCACCACnCM 

TGTAGCACCGCCTACATACCTCGCTCTGCTAATCCTGTTACCAGTGGCTGCTGCCAGTGGCGATAAGTCGTGTCTTACCGGGTTGGACTCAAGACGATA 

GTTACCGGATAAGGCGCAGCGGTCGGGCTGAACGGGGGGnCGTGCACACAGCCCAGCnGGAGCGAACGACCTACACCGAACTGAGATACCTACAGCG 

TGAGCTATGAGAMGCGCCACGCTTCCCGMGGGAGAMGGCGGACAGGTATCCGGTMGCGGCAGGGTCGGMCAGGAGAGCGCACGAGGGAGCTTCC 

AGGGGGAMCGCCTGGTATCTTTATAGTCCTGTCGGGTnCGCCACCTCTGACTTGAGCGTCGATTlTrGTGATGCTCGTCA 

GAAAMCGCCAGCMCGCGGCCTTTTTACGGnCCTGGCCTTTTGCTGGCCTTlTGCTCACATGnCT^ 

CCGTATTACCGCCTTTGAGTGAGCTGATACCGCTCGCCGCAGCCGAACGACCGAGCGCAGCGAGTCAGTGAGCGAGGAA6CGGAAGAGCGCCCAATACG 

CAAACCGCCTCTCCCCGCGCGTTGGCCGATTCATTAATGCAGCTGGCGCGCTCGCTCGCTCACTGAGGCCGCCCGGGCAAAGCCCGGGCGTCGGGCGAC 

CTTTGGTCGCCCGGCCTCAGTGAGCGAGCGAGCGCGCAGAGAGGGAGTGGCCMCTCCATCACTGAT 
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HumanFGF-20 



atggctcccttagccgaagtcgggggctttctgggcggcctggagggcttgggccagcag 
M A P L A E V G G F L G G L E G L G Q Q 

gtgggttcgcatttcctgttgcctcctgccggggagcggccgccgctgctgggcgagcgc 
VGSHFLLPPAGERPPLLGER 

aggagcgcggcggagcggagcgcgcgcggcgggccgggggctgcgcagctggcgcacctg 
R S A A E R S A R G G P G A A Q L A H L 

cacggcatcctgcgccgccggcagctctattgccgcaccggcttccacctgcagatcctg 
H G I L R R R Q L Y C R T G F H L Q I L 

cccgacggcagcgtgcagggcacccggcaggaccacagcctcttcggtatcttggaattc 
PDGSVQGTRQDHSLFGILEF 

atcagtgtggcagtgggactggtcagtattagaggtgtggacagtggtctctatcttgga 
ISVAVGLVSIRGVDSGLYLG 

atgaatgacaaaggagaactctatggatcagagaaacttacttccgaatgcatctttagg 
MNDKGELYGSEKLTSECIFR 

gagcagtttgaagagaactggtataacacctattcatctaacatatataaacatggagac 
EQFEENWYNTYSSNIYKHGD 

actggccgcaggtattttgtggcacttaacaaagacggaactccaagagatggcgccagg 
TGRRYFVALNKDGTPRDGAR 

tccaagaggcatcagaaatttacacatttcttacctagaccagtggatccagaaagagtt 
SKRHQKFTHFLPRPVDPERV 

ccagaattgtacaaggacctactgatgtacacttga 
PELYKDLLHYT 
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House FGF-21 cDNA in pGEH-T 



gagcgcagccctgatggaatggatgagatctagagttgggaccctgggactgtgggtccg SEQ ID NO: 1 
HEWMRSRVGTLGLWVR SEQ ID NO: 2 

actgctgctggctgtcttcctgctgggggtctaccaagcataccccatccctgactccag 
LLLAVFLLGVYQAYPIPDSS 

ccccctcctccagtttgggggtcaagtccggcagaggtacctctacacagatgacgacca 
PLLQFGGQVRQRYLYTDDDQ 

agacactgaagcccacctggagatcagggaggatggaacagtggtaggcgcagcacaccg 
DTEAHLEIREDGTVVGAAHR 

cagtccagaaagtctcctggagctcaaagccttgaagccaggggtcattcaaatcctggg 
SPESLLELKALKPGVIQILG 

tgtcaaagcctctaggtttctttgccaacagccagatggagctctctatggatcgcctca 
VKASRFLCQQPDGALYGSPH 

ctttgatcctgaggcctgcagcttcagagaactgctgctggaggacggttacaatgtgta 
FDPEACSFRELLLEDGYNVY 

ccagtctgaagcccatggcctgcccctgcgtctgcctcagaaggactccccaaaccagga 
QSEAHGLPLRLPQKDSPNQD 

tgcaacatcctggggacctgtgcgcttcctgcccatgccaggcctgctccacgagcccca 
ATSWGPVRFLPMPGLLHEPQ 

agaccaagcaggattcctgcccccagagcccccagatgtgggctcctctgaccccctgag 
D Q A G F L P P E P P D V G S S- D P L S 

catggtagagcctttacagggccgaagccccagctatgcgtcctgactcttcctgaatc 
MVEPLQGRSPSYAS 



Fig. 30 



5905,AhdI 



5841,AseI 



5282,ApaLI 



4334,BbeI 
4334,NarI 

4334,EhoI 
4334,KasI 



4250,BsaBI 
4244M1 



4226,BsaBI 

4086,BbeI 
4086,EheI 
4086,KasI 
4086,NarI 

4036,PstI 
3985,FspI 

3967,Tthl 
3684,Sphl 



SacII,12 
Asel,127 

Ndel,354 




SacII,773 

Sphl,872 



Pstl,1639 
EcoRIJ663 

FspIJ794 
Tthl,1820 

BamHl2678 

BamHI,2223 
Bcll,2248 

K AhdI,2581 
3016,EcoRI 

3069,Ndel 
3075,ApaU 
3299,BspHI 
3404,BspHI 



Fig. 31 



AAMCTTGCGGCCGCGGMTTTCGACTCTAGGCCATTGCATACGTTGTATCTATATCATMTATGTACATTTATATT6GCTCATGTCCAATATGACC 

GCCATGTTGACATTGAnAnGACTAGnAnMTAGTMTCMnACGGGGTCAmGnCATAGCCCATATATGGAGTTCCGCGnACATAACTT 

ACGGTAMTGGCCCGCCTGGCTGACCGCCCMCGACCCCCGCCCATTGACGTCMTMTGACGTATGnCCCATAGTMCGCCMTAGGGACTTTCC 

AnGACGTCMTGGGTGGAGTATnACGGTAMCTGCCCACTTGGCAGTACATCAAGTGTATCATATGCCAAGTCCGCCCCCTATTGACGTCAATGA 

CGGTAMTGGCCCGCCTGGCAnATGCCCAGTACATGACCTTACGGGACTTTCCTACTTGGCAGTACATCTACGTATTAGTCATCGCTATTACCATG 

GTGATGCGGTmGGCAGTACACCMTGGGCGTGGATAGCGGTnGACTCACGGGGATnCCMGTCTCCACCCCAnGACGTCMTGGGAGTTTGT 

TTTGGCACCAAMTCMCGGGACTnCCAAMTGTCGTMTMCCCCGCCCCGnGACGCAMTGGGCGGTAGGCGTGTACGGTGGGAGGTCTATA^ 

MGCAGAGCTCGTTTAGTGMCCGTCAGATCGCCTGGAGACGCCATCCACGCTGTTTTGACCTCCATAGAAGACACCGGGACCGATCCAGCCTCCGC 

GGCCGGGMCGGTGCAnGGMCGCGGAnCCCCGTGCCMGAGTGACGTMGTACCGCCTATAGACTCTATAGGCACACCCCTTTGGCTCTTATGC 

ATGCTATACTGTTTTTGGCnGGGGCCTATACACCCCCGCTCCnATGCTATAGGTGATGGTATAGCTTA^^ 

AnGACCACTCCCCTAmGTGACGATACTTTCCAmCTMTCCATMCATGGCTCTOCCACMCTATCTCTAnGGCTATATGCCAATACTCT 

GTCCnCAGAGACTGACACGGACTCTGTATTTnACAGGATGGGGTCCATnATTATnACAMnC 

GCAGTTmAnAMCATAGCGTGGGATCTCCGACATCTCffiGTACGTGTTCCGGACATGGGCTCnCTCCGGTAGCGGCGGAGCTTCCACATCCGA 

GCCCTGGTCCCATCCGTCCAGCGGCTCATGGTCGCTCGGCAGCTCCTTGCTCCTAACAGTGGAGGCCAGACTTAGGCACAGCACAATGCCCACCACC 

ACCAGTGTGCCGCACMGGCCGTGGCGGTAGGGTATGTGTCTGAAAATGAGCTCGGAGATTGGGCTCGCACCTGGACGCAGATGGAAGACTTAAGGC 

AGCGGCAGMGMGATGCAGGCAGCTGAGnGTTGTATTCTGATAAGAGTCAGAGGTAACTCCCGTTGCGGTGCTGTTAACGGTGGAGGGCAGTGTA 

GTCTGAGCAGTACTCGTTGCTGCCGCGCGCGCCACCAGACATMTAGCTGACAGACTMCAGACTGTTCCTTTCCATGGGTCTTTTCTGCAGTCACC 

GTCGTCGACCTAAGAATTCAGGTATGGCTGCTGGTTCTATCACTACCCTGCCAGCTCTGCCAGAAGACGGTGGTTCTGGTGCCTTCCCACCAGGTCA 

CnCAAAGACCCAAMCGTCTGTACTGCAAAMCGGTGGnTCTTCCTGCGCATCCACCCCGACGGCCGAGTGGACGGGGTCCGCGAGAAGAGCGAC 

CCACACATCAMCTACMCTTCMGCAGMGAGAGAGGGGnGTGTCTATCAMGGAGTGTGTGCAMCCGnACCTTGCTATGAMGM 

GAlTACTAGCTTCTAMTGTGnACAGAC^ 

nGGTATGTGGCACTGAMCGMCTGGGCAGTATAMCnGGATCCAAMCAGGACCTGGGCAGAMGCTATACTniTCTTCCM 

AGCTGATCnMTGGCAGCATCTGATCTCATmACATGAAGCTTCCTAGGTATCGATCTCGAGCAAGTCTAGAAAGCCATGGATATCGGATCCACT 

ACGCGTTAGAGCTCGCTGATCAGCCTCGACTGTGCCTTCTAGTTGCCAGCCATCTGTTGTTTGCCCCTCCCCCGTGCCTTCCTTGACCCTGGAAGGT 

GCCACTCCCACTGTCCTTTCCTMTAAMTGAGGAMnGCATCGCAnGTCTGAGTAGGTGTCATTCTATTCTGGGGGGTG^ 

GCMGGGGGAGGATTGGGAAGACAATAGCAGGGGGGTGGGCGAAGAACTCCAGCATGAGATCCCCGCGCTGGAGGATCATCCAGCTAGCAAGTCCCA 

TCAGTGATGGAGTTGGCCACTCCCTCTCTGCGCGCTCGCTCGCTCACTGAGGCCGKaGCGACCAMGGTCGCCCGACGCCCGGGCTTTGCCCGGGCGG 

CCTCAGTGAGCGAGCGAGCGCGCCAGCGATTCTCnGTTTGCTCCAGACTCTCAGGCMTGACCTGATAGCCTlTGTAGAGACCTCTCAAAAATAGC 

TACCCTCTCCGGCATGMTTTATCAGCTAGMCGGTTGMTATCATAnGATGGTGATTTGACTGTCTCCGGCCTTTCTCACCCG 

CCTACACAnACTCAGGCAnGCATTTAMTATATGAGGGnCTAAAMTTlTTATC 

AGGGTCATMTGTITFTGGTACMCCGATITAGCTTTATGCTCT^GGC^ 

GGATGTTGGMTTCCTGATGCGGTATTTTCTCCTTACGCATCTGTGCGGTATTTCACACCGCATATGGTGCACTCTCAGTACAATC 
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TGCTCTGATGCCGCATAGTTAAGCCAGCCCCGACACCCGCCAACACCCGCTGACGCGCCCTGACGGGCTT6TCTGCTCCCGGCATCCGCTTACA6AC 

MGCTGTGACCGTCTCCGGGAGCTGCATGTGTCAGAGGTTTTCACCGTCATCACCGAMCGCGCGAGACGAMGGGCCTCGTGATACGCCTATTTTT 

ATAGGnMTGTCATGATMTMTGGTnCTTAGACGTCAGGTGGCACTTnCGGGGAMTGTGCGCGGM 

GAnCAMTATGTATCCGCTCATGAGACMTMCCCTGATAMTGCnCMTMTGTACCCGTCMGMGGCGATAGMGGC^ 

GGGAGCGGCGATACCGTAMGCACGAGGMGCGGTCAGCCCAnCGCTTCAGCAATATCACGGGTAGCCAACGCTATGTCCTGATAGCGGTCCGCCA 

CACCCAGCCGGCCACAGTCGATGMTCCAGAAMGCGGCCATTTTCCACCATGATAnCGGCMGCAGGCATCGCCATGGGTCACGACG 

GCCGTCGGGCATGCGCGCCnGAGCCTGGCGAACAGTTCGGCTGGCGCGAGCCCCTGATGCTCTTCGTCCAGATCATCCTGATCGACAAGACCGGCT 

TCCATCCGAGTACGTGCTCGCTCGATGCGATGTTTCGCTTGGTGGTCGAATGGGCAGGTAGCCGGATCAAGCGTATGCAGCCGCCGCATTGCATCAG 

CCATGATGGATACTTTCTCGGCAGGAGCMGGTGAGATGACAGGAGATCCTGCCCCGGCACTTCGCCCMTAGCAGCCAGTCCCnCCCGCTTCAGT 

GACAACGTCGAGCACAGCTGCGCAAGGAACGCCCGTCGTGGCCAGCCACGATAGCCGCGCTGCCTCGTCCTGCAGTTCATTCAGGGCACCGGACAGG 

TCGGTCnGACAAAMGMCCGGGCGCCCCTGCGCTGACAGCCGGMCACGGCGGCATCAGAGCAGCCGATTGTCTGnGTGCCCAGTCATAGCCGA 

ATAGCCTCTCCACCCMGCGGCCGGAGMCCTGCGTGCMTCCATCTTGTTCMTCATGCGAAACGATCCTCATCCTGTCTCTTGATCAGATCTTGA 

TCGCCTGCGCCATCAGATCCTTGGCGGCMGAMGCCATCCAGTnACTnGCAGGGCm 

GGnCGCnGCTGTCCATAAMCCGCCCAGTCTAGCTATCGCCATGTMGCCCACTGCMGCTACCTGCmC 

TCCAGATAGCCCAGTAGCTGACATTCATCCGGGGTCAGCACCGTTTCTGCGGACTGGCTTTCTACGTGTTCCGCTTCCTTTAGCAGCCCTTGCGCCC 
TGAGTGCTTGCGGCAGCGTGMGCTGTCMnCCGffi^ 

TATMTCAAMGMTAGCCCGAGATAGGGnGAGTGW 

GAAAMCCGTCTATCAGGGCGATGGCGGATCAGCTTATGCGGTGTGAMTACCGCACAGATGCGTMGGAGAAMTACCGCATCAGGCGCTCTTCCG 
CTTCCTCGCTCACTGACTCGCTGCGCTCGGTCGTTCGGCTGCGGCGAGCGGTATCAGCTCACTCAMGGCGGTAATACGGTTATCCACAGAATCAGG 

ggatmcgcaggamgmcatgcggcgcgccacatgtgagcaamggccagcaamggccaggmccgtaaamggccgcg™ 

ataggctccgcccccctgacgagcatcacaaamtcgacgctcmgtcagaggtggcgamcccgacaggactatamgataccaggcgtttccccc 

tggmgctccctcgtgcgctctcctgttccgaccctgccgcttaccggatacctgtccgcc7ttctcccttcgggmgcgtggcgctttctcatagc 

TCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCG 
GTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGG 
TGCTACAGAGTTCnGMGTGGTGGCCTMCTACGGCTACACTAGMGGACAGTATnGGTATCTGCGCTCTGCTGMGCCAGnACCTTCGGAAAA 
AGAGnGGTAGCTCnGATCCGGC^ 

AGMGATCCTTTGATCTTncnACTGMCGGTGATCCCCACCGGAAnGCGGCCCATGnCT^ 

TAnACCGCCmGAGTGAGCTGATACCGCTCGCCGCAGCCGMCGACCGAGCGCAGCGAGTCAGTGAGCGAGGMGCGGMGAGCGCCCAATACGC 
AMCCGCCTCTCCCCGCGCGTTGGCCGATTCATTAATGCAGCTGGCGCGCTCGCTCGCTCACTGAGGCCGCCCGGGCAAAGCCCGGGCGTCGGGCGA 
CCTTTGGTCGCCCGGCCTCAGTGAGCGAGCGAGCGCGCAGAGAGGGAGTGGCCAACTCCATCACTGAT 
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